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<210> 1 
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<400> 1 
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Ser 
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Pro 
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Ser 
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355 360 

<210> 2 

<211> 1934 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (441) . . . (1523) 
<400> 2 

ggcagccagc ggcctcagac agacccactg gcgtctctct gctgagtgac egtaagcteg 60 

gcgtctggcc ctctgcctgc ctctccctga gtgtggctga cagccacgca gctgtgtctg 120 

tctgtctgcg gcccgtgcat ccctgctgcg gccgcctggt accttccttg ccgtctcttt 180 

cctctgtctg ctgctctgtg ggacacctgc ctggaggccc agctgcccgt catcagagtg 240 

acaggtctta tgacagcctg attggtgact cgggctgggt gtggattctc accccaggcc 300 

tctgcctgct ttctcagacc ctcatctgtc acccccacgc tgaacccagc tgccaccccc 360 

agaageccat cagactgccc ccagcacacg gaatggattt ctgagaaaga agecgaaaca 420 
gaaggcccgt gggagtcagc atg ccg cgt ggc tgg gec gec ccc ttg etc ctg 473 

Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu 

15 10 

ctg ctg etc cag gga ggc tgg ggc tgc ccc gac etc gtc tgc tac ace 521 
Leu Leu Leu Gin Gly Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr 
15 20 25 

gat tac etc cag acg gtc ate tgc ate ctg gaa atg tgg aac etc cac 569 
Asp Tyr Leu Gin Thr Val He Cys He Leu Glu Met Trp Asn Leu His 
30 35 40 

ccc age acg etc ace ctt ace tgg caa gac cag tat gaa gag ctg aag 617 
Pro Ser Thr Leu Thr Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys 
45 50 55 

gac gag gec acc tec tgc age etc cac agg teg gec cac aat gee acg 665 
Asp Glu Ala Thr Ser Cys Ser Leu His Arg Ser Ala His Asn Ala Thr 
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60 65 70 75 

cat gcc acc tac acc tgc cac atg gat gta ttc cac ttc atg gcc gac 713 
His Ala Thr Tyr Thr Cys His Met Asp Val Phe His Phe Met Ala Asp 
80 85 90 

gac att ttc agt gtc aac ate aca gac cag tct ggc aac tac tec cag 761 
Asp lie Phe Ser Val Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin 
95 100 105 

gag tgt ggc age ttt etc ctg get gag age ate aag ccg get ccc cct 809 
Glu Cys Gly Ser Phe Leu Leu Ala Glu Ser lie Lys Pro Ala Pro Pro 
110 115 120 

ttc aac gtg act gtg acc ttc tea gga cag tat aat ate tec tgg cgc 857 
Phe Asn Val Thr Val Thr Phe Ser Gly Gin Tyr Asn lie Ser Trp Arg 
125 130 135 

tea gat tac gaa gac cct gcc ttc tac atg ctg aag ggc aag ctt cag 905 
Ser Asp Tyr Glu Asp Pro Ala Phe Tyr Met Leu Lys Gly Lys Leu Gin 
140 145 150 155 

tat gag ctg cag tac agg aac egg gga gac ccc tgg get gtg agt ccg 953 
Tyr Glu Leu Gin Tyr Arg Asn Arg Gly Asp Pro Trp Ala Val Ser Pro 
160 165 170 

agg aga aag ctg ate tea gtg gac tea aga agt gtc tec etc etc ccc 1001 
Arg Arg Lys Leu lie Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro 
175 180 185 

ctg gag ttc cgc aaa gac teg age tat gag ctg cag gtg egg gca ggg 104 9 

Leu Glu Phe Arg Lys Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly 
190 195 200 

ccc atg cct ggc tec tec tac cag ggg acc tgg agt gaa tgg agt gac 1097 
Pro Met Pro Gly Ser Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp 
205 210 215 

ccg gtc ate ttt cag acc cag tea gag gag tta aag gaa ggc tgg aac 1145 
Pro Val lie Phe Gin Thr Gin Ser Glu Glu Leu Lys Glu Gly Trp Asn 
220 225 230 235 

cct cac ctg ctg ctt etc etc ctg ctt gtc ata gtc ttc att cct gcc 1193 
Pro His Leu Leu Leu Leu Leu Leu Leu Val lie Val Phe lie Pro Ala 
240 245 250 

ttc tgg age ctg aag acc cat cca ttg tgg agg eta tgg aag aag ata 1241 
Phe Trp Ser Leu Lys Thr His Pro Leu Trp Arg Leu Trp Lys Lys lie 
255 260 . 265 

fc 99 gcc gtc ccc age cct gag egg ttc ttc atg ccc ctg tac aag ggc 12 89 

Trp Ala Val Pro Ser Pro Glu Arg Phe Phe Met Pro Leu Tyr Lys Gly 
270 275 280 

tgc age gga gac ttc aag aaa tgg gtg ggt gca ccc ttc act ggc tec 1337 
Cys Ser Gly Asp Phe Lys Lys Trp Val Gly Ala Pro Phe Thr Gly Ser 
285 290 295 
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age ctg gag ctg gga ccc tgg age cca gag gtg ccc tec ace ctg gag 13 85 

Ser Leu Glu Leu Gly Pro Trp Ser Pro Glu Val Pro Ser Thr Leu Glu 
300 305 310 315 

gtg tac age tgc cac cca ccc age age cct gtg gag tgt gac ttc acc 1433 
Val Tyr Ser Cys His Pro Pro Ser Ser Pro Val Glu Cys Asp Phe Thr 
320 325 330 

age ccc ggg gac gaa gga ccc ccc egg age tac etc cgc cag tgg gtg 1481 
Ser Pro Gly Asp Glu Gly Pro Pro Arg Ser Tyr Leu Arg Gin Trp Val 
335 340 345 

gtc att cct ccg cca ctt teg age cct gga ccc cag gee age 1523 
Val lie Pro Pro Pro Leu Ser Ser Pro Gly Pro Gin Ala Ser 
350 355 360 

taatgaggct gactggatgt ccagagctgg ccaggccact gggecctgag ccagagacaa 15 83 

ggtcacctgg gctgtgatgt gaagacacct geagectttg gtctcctgga tgggcctttg 1643 

agectgatgt ttacagtgtc tgtgtgtgtg tgcatatgtg tgtgtgtgca tatgcatgtg 1703 

tgtgtgtgtg tgtgtcttag gtgcgcagtg gcatgtccac gtgtgtgtga ttgcacgtgc 1763 

ctgtgggcct gggataatgc ccatggtact ccatgcattc acctgccctg tgcatgtctg 1823 

gaetcaegga gctcacccat gtgcacaagt gtgcacagta aacgtgtttg tggtcaacag . 1883 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 1934 

<210> 3 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu Leu Leu Leu Gin Gly 

1 5 10 .15 

Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr Asp Tyr Leu Gin Thr 

20 25 30 

Val lie Cys lie Leu Glu Met Trp Asn Leu His Pro Ser Thr Leu Thr 

35 40 45 

Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys Asp Glu Ala Thr Ser 

50 55 60 

Cys Ser Leu His Arg Ser Ala His Asn Ala Thr His Ala Thr Tyr Thr 
65 70 75 80 

Cys His Met Asp Val Phe His Phe Met Ala Asp Asp lie Phe Ser Val 

85 90 95 

Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin Glu Cys Gly Ser Phe 

100 105 110 

Leu Leu Ala Glu Ser Lys Ser Glu Glu Lys Ala Asp Leu Ser Gly Leu 

115 120 125 

Lys Lys Cys Leu Pro Pro Pro Pro Gly Val Pro Gin Arg Leu Glu Leu 
130 135 140 

<210> 4 

<211> 1779 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



5 



<222> (441) . . . (872) 
<400> 4 

ggcagccagc ggcctcagac agacccactg gcgtctctct gctgagtgac cgtaagctcg 60 

gcgtctggcc ctctgcctgc ctctccctga gtgtggctga cagccacgca gctgtgtctg 120 

tctgtctgcg gcccgtgcat ccctgctgcg gccgcctggt accttccttg ccgtctcttt 180 

cctctgtctg ctgctctgtg ggacacctgc ctggaggccc agctgcccgt catcagagtg 240 

acaggtctta tgacagcctg attggtgact cgggctgggt gtggattctc accccaggcc 3 00 

tctgcctgct ttctcagacc ctcatctgtc acccccacgc tgaacccagc tgccaccccc 360 

agaagcccat cagactgccc ccagcacacg gaatggattt ctgagaaaga agccgaaaca 420 

gaaggcccgt gggagtcagc atg ccg cgt ggc tgg gcc gcc ccc ttg etc ctg 473 

Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu 
15 10 

ctg ctg etc cag gga ggc tgg ggc tgc ccc gac etc gtc tgc tac acc 521 
Leu Leu Leu Gin Gly Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr 
15 20 25 

gat tac etc cag acg gtc ate tgc ate ctg gaa atg tgg aac etc cac 569 
Asp Tyr Leu Gin Thr Val lie Cys lie Leu Glu Met Trp Asn Leu His 
30 35 40 

ccc age acg etc acc ctt acc tgg caa gac cag tat gaa gag ctg aag 617 
Pro Ser Thr Leu Thr Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys 
45 50 55 

gac gag gcc acc tec tgc age etc cac agg teg gcc cac aat gcc acg 665 
Asp Glu Ala Thr Ser Cys Ser Leu His Arg Ser Ala His Asn Ala Thr 
60 65 70 75 

cat gcc acc tac acc tgc cac atg gat gta ttc cac ttc atg gcc gac 713 
His Ala Thr Tyr Thr Cys His Met Asp Val Phe His Phe Met Ala Asp 
80 85 90 

gac att ttc agt gtc aac ate aca gac cag tct ggc aac tac tec cag 761 
Asp lie Phe Ser Val Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin 
95 100 105 

gag tgt ggc age ttt etc ctg get gag age aag tec gag gag aaa get 809 
Glu Cys Gly Ser Phe Leu Leu Ala Glu Ser Lys Ser Glu Glu Lys Ala 
110 115 120 

gat etc agt gga etc aag aag tgt etc cct cct ccc cct gga gtt ccg 857 
Asp Leu Ser Gly Leu Lys Lys Cys Leu Pro Pro Pro Pro Gly Val Pro 
125 130 135 

caa aga etc gag eta tgagctgcag gtgcgggcag ggcccatgcc tggctcctcc . 912 

Gin Arg Leu Glu Leu 

140 

taccagggga cctggagtga atggagtgac ccggtcatct ttcagaccca gtcagaggag 972 

ttaaaggaag gctggaaccc tcacctgctg cttctcctcc tgcttgtcat agtcttcatt 1032 

cctgccttct ggagcctgaa gacccatcca ttgtggaggc tatggaagaa gatatgggee 1092 

gtccccagcc ctgagcggtt cttcatgccc ctgtacaagg getgeagegg agacttcaag 1152 

aaatgggtgg gtgcaccctt cactggctcc agectggage tgggaccctg gageccagag 1212 

gtgccctcca ccctggaggt gtacagctgc cacccaccca gcagccctgt ggagtgtgac 1272 

ttcaccagcc ceggggaega aggacccccc cggagctacc tccgccagtg ggtggtcatt 1332 
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cctccgccac tttcgagccc tggaccccag gccagctaat gaggctgact ggatgtccag 1392 

agctggccag gccactgggc cctgagccag agacaaggtc acctgggctg tgatgtgaag 1452 

acacctgcag cctttggtct cctggatggg cctttgagcc tgatgtttac agtgtctgtg 1512 

tgtgtgtgca tatgtgtgtg tgtgcatatg catgtgtgtg tgtgtgtgtg tcttaggtgc 1572 

gcagtggcat gtccacgtgt gtgtgattgc acgtgcctgt gggcctggga taatgcccat 163 2 

ggtactccat gcattcacct gccctgtgca tgtctggact cacggagctc acccatgtgc 1692 

acaagtgtgc acagtaaacg tgtttgtggt caacagaaaa aaaaaaaaaa aaaaaaaaaa 1752 

aaaaaaaaaa aaaaaaaaaa aaaaaaa 177 9 

<210> 5 
<211> 237 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Pro Arg Met Pro Pro Thr Pro Ala Thr Trp Met Tyr Ser Thr Ser 

15 10 15 

Trp Pro Thr Thr Phe Ser Val Ser Thr Ser Gin Thr Ser Leu Ala Thr 

20 25 30 

Thr Pro Arg Ser Val Ala Ala Phe Ser Trp Leu Arg Ala Ser Pro Arg 

35 40 § 45 

Arg Lys Leu lie Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro Leu 

50 55 60 

Glu Phe Arg Lys Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly Pro 
65 70 75 80 

Met Pro Gly Ser Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp Pro 

85 90 95 

Val lie Phe Gin Thr Gin Ser Glu Glu Leu Lys Glu Gly Trp Asn Pro 

100 105 110 

His Leu Leu Leu Leu Leu Leu Leu Val lie Val Phe lie Pro Ala Phe 

115 120 125 

Trp Ser Leu Lys Thr His Pro Leu Trp Arg Leu Trp Lys Lys lie Trp 

130 135 140 

Ala Val Pro Ser Pro Glu Arg Phe Phe Met Pro Leu Tyr Lys Gly Cys 
145 150 155 160 

Ser Gly Asp Phe Lys Lys Trp Val Gly Ala Pro Phe Thr Gly Ser Ser 

165 170 175 

Leu Glu Leu Gly Pro Trp Ser Pro Glu Val Pro Ser Thr Leu Glu Val 

180 185 190 

Tyr Ser Cys His Pro Pro Ser Ser Pro Val Glu Cys Asp Phe Thr Ser 

195 200 205 

Pro Gly Asp Glu Gly Pro Pro Arg Ser Tyr Leu Arg Gin Trp Val Val 

210 215 220 

lie Pro Pro Pro Leu Ser Ser Pro Gly Pro Gin Ala Ser 
225 230 235 

<210> 6 
<211> 1779 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (658) . . . (1368) 



<400> 6 

ggcagccagc ggcctcagac agacccactg gcgtctctct gctgagtgac cgtaagctcg 



60 
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gcgtctggcc 
tctgtctgcg 
cctctgtctg 
acaggtctta 
tctgcctgct 
agaagcccat 
gaaggcccgt 
tccagggagg 
tctgcatcct 
agtatgaaga 



ctctgcctgc 
gcccgtgcat 
ctgctctgtg 
tgacagcctg 
ttctcagacc 
cagactgccc 
gggagtcagc 
ctggggctgc 
ggaaatgtgg 
gctgaaggac 



ctctccctga 
ccctgctgcg 
ggacacctgc 
attggtgact 
ctcatctgtc 
ccagcacacg 
atgccgcgtg 
cccgacctcg 
aacctccacc 
gaggccacct 



gtgtggctga 
gccgcctggt 
ctggaggccc 
cgggctgggt 
acccccacgc 
gaatggattt 
gctgggccgc 
tctgctacac 
ccagcacgct 
cctgcagcct 



cagccacgca 
accttccttg 
agctgcccgt 
gtggattctc 
tgaacccagc 
ctgagaaaga 
ccccttgctc 
cgattacctc 
cacccttacc 
ccacaggtcg 



gctgtgtctg 120 

ccgtctcttt 180 

catcagagtg 240 

accccaggcc 300 

tgccaccccc 360 

agccgaaaca 42 0 

ctgctgctgc 480 

cagacggtca 540 

tggcaagacc 600 

gcccaca atg 660 
Met 
1 



cca cgc atg cca cct aca cct gcc aca tgg atg tat tec act tea tgg 
Pro Arg Met Pro Pro Thr Pro Ala Thr Trp Met Tyr Ser Thr Ser Trp 
5 10 15 



708 



ccg acg aca ttt tea gtg tea aca tea cag acc agt ctg gca act act 
Pro Thr Thr Phe Ser Val Ser Thr Ser Gin Thr Ser Leu -Ala Thr Thr 
20 25 30 



756 



ccc agg agt gtg gca get ttc tec tgg ctg aga gca agt ccg agg aga 
Pro Arg Ser Val Ala Ala Phe Ser Trp Leu Arg Ala Ser Pro Arg Arg 
35 40 45 



804 



aag ctg ate tea gtg gac tea aga agt gtc tec etc etc ccc ctg gag 
Lys Leu lie Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro Leu Glu 
50 55 60 65 



852 



ttc cgc aaa gac teg age tat gag ctg cag gtg egg gca ggg ccc atg 
Phe Arg Lys Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly Pro Met 
70 75 80 



900 



cct ggc tec tec tac cag ggg acc tgg agt gaa tgg agt gac ccg gtc 
Pro Gly Ser Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp Pro Val 
85 90 95 



948 



ate ttt cag acc cag tea gag gag tta aag gaa ggc tgg aac cct cac 
lie Phe Gin Thr Gin Ser Glu Glu Leu Lys Glu Gly Trp Asn Pro His 
100 105 110 



996 



ctg ctg ctt etc etc ctg ctt gtc ata gtc ttc att cct gcc ttc tgg 
Leu Leu Leu Leu Leu Leu Leu Val lie Val Phe lie Pro Ala Phe Trp 
115 120 125 
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age ctg aag acc cat cca ttg tgg agg eta tgg aag aag ata tgg gcc 
Ser Leu Lys Thr His Pro Leu Trp Arg Leu Trp Lys Lys lie Trp Ala 
130 135 140 145 
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gtc ccc age cct gag egg ttc ttc atg ccc ctg tac aag ggc tgc age 
Val Pro Ser Pro Glu Arg Phe Phe Met Pro Leu Tyr Lys Gly Cys Ser 
150 155 160 



1140 



gga gac ttc aag aaa tgg gtg ggt gca ccc ttc act ggc tec age ctg 
Gly Asp Phe Lys Lys Trp Val Gly Ala Pro Phe Thr Gly Ser Ser Leu 
165 170 175 
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gag ctg gga ccc tgg age cca gag gtg ccc tec ace ctg gag gtg tac 1236 
Glu Leu Gly Pro Trp Ser Pro Glu Val Pro Ser Thr Leu Glu Val Tyr 
180 185 190 

age tgc cac cca ccc age age cct gtg gag tgt gac ttc ace age ccc 1284 
Ser Cys His Pro Pro Ser Ser Pro Val Glu Cys Asp Phe Thr Ser Pro 
195 200 205 

ggg gac gaa gga ccc ccc egg age tac etc cgc cag tgg gtg gtc att 1332 
Gly Asp Glu Gly Pro Pro Arg Ser Tyr Leu Arg Gin Trp Val Val lie 
210 215 220 .225 

cct ccg cca ctt teg age cct gga ccc cag gee age taatgaggct 1378 
Pro Pro Pro Leu Ser Ser Pro Gly Pro Gin Ala Ser 
230 235 

gactggatgt ccagagctgg ccaggccact gggecctgag ccagagacaa ggtcacctgg 1438 

gctgtgatgt gaagacacct geagectttg gtctcctgga tgggcctttg agectgatgt 1498 

ttacagtgtc tgtgtgtgtg tgcatatgtg tgtgtgtgca tatgcatgtg tgtgtgtgtg 1558 

tgtgtcttag gtgcgcagtg gcatgtccac gtgtgtgtga ttgcacgtgc ctgtgggcct 1618 

gggataatgc ccatggtact ccatgcattc acctgccctg tgcatgtctg gaetcaegga 1678 

gctcacccat gtgcacaagt gtgcacagta aacgtgtttg tggtcaacag aaaaaaaaaa 1738 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 1779 

<210> 7 
<211> 538 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu Leu Leu Leu Gin Gly 

15 10 15 

Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr Asp Tyr Leu Gin Thr 

20 25 30 

Val lie Cys lie Leu Glu Met Trp Asn Leu His Pro Ser Thr Leu Thr 

35 40 45 

Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys Asp Glu Ala Thr Ser 

50 55 60 

Cys Ser Leu His Arg Ser Ala His Asn Ala Thr His Ala Thr Tyr Thr 
65 70 75 80 

Cys His Met Asp Val Phe His Phe Met Ala Asp Asp lie Phe Ser Val 

85 90 95 

Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin Glu Cys Gly Ser Phe 

100 105 110 

Leu Leu Ala Glu Ser lie Lys Pro Ala Pro Pro Phe Asn Val Thr Val 

115 120 125 

Thr Phe Ser Gly Gin Tyr Asn lie Ser Trp Arg Ser Asp Tyr Glu Asp 

130 135 140 

Pro Ala Phe Tyr Met Leu Lys Gly Lys Leu Gin Tyr Glu Leu Gin Tyr 
145 150 155 160 

Arg Asn Arg Gly Asp Pro Trp Ala Val Ser Pro Arg Arg Lys Leu lie 

165 170 175 

Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro Leu Glu Phe Arg Lys 

180 185 190 

Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly Pro Met Pro Gly Ser 

195 200 205 

Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp Pro Val lie Phe Gin 
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<210> 8 

<211> 2465 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (441) . . . (2054) 
<400> 8 

ggcagccagc ggcctcagac agacccactg gcgtctctct gctgagtgac egtaagcteg 60 
gcgtctggcc ctctgcctgc ctctccctga gtgtggctga cagccacgca gctgtgtctg 120 
tctgtctgcg gcccgtgcat ccctgctgcg gccgcctggt accttccttg ccgtctcttt 180 
cctctgtctg ctgctctgtg ggacacctgc ctggaggccc agctgcccgt catcagagtg 240 
acaggtctta tgacagcctg attggtgact cgggctgggt gtggattctc accccaggcc 300 
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tctgcctgct ttctcagacc ctcatctgtc acccccacgc tgaacccagc tgccaccccc 360 
agaagcccat cagactgccc ccagcacacg gaatggattt ctgagaaaga agccgaaaca 420 
gaaggcccgt gggagtcagc atg ccg cgt ggc tgg gcc gcc ccc ttg etc ctg 4 73 

Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu 
15 10 

ctg ctg etc cag gga ggc tgg ggc tgc ccc gac etc gtc tgc tac acc 521 
Leu Leu Leu Gin Gly Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr 
15 20 25 

gat tac etc cag acg gtc ate tgc ate ctg gaa atg tgg aac etc cac 569 
Asp Tyr Leu Gin Thr Val lie Cys lie Leu Glu Met Trp Asn Leu His 
30 35 40 

ccc age acg etc acc ctt acc tgg caa gac cag tat gaa gag ctg aag 617 
Pro Ser Thr Leu Thr Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys 
45 50 55 

gac gag gcc acc tec tgc age etc cac agg teg gcc cac aat gcc acg 665 
Asp Glu Ala Thr Ser Cys Ser Leu His Arg Ser Ala His Asn Ala Thr 
60 65 70 75 

cat gcc acc tac acc tgc cac atg gat gta ttc cac ttc atg gcc gac 713 
His Ala Thr Tyr Thr Cys His Met Asp Val Phe His Phe Met Ala Asp 
80 85 90 

gac att ttc agt gtc aac ate aca gac cag tct ggc aac tac tec cag 761 
Asp lie Phe Ser Val Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin 
95 100 105 

gag tgt ggc age ttt etc ctg get gag age ate aag ccg get ccc cct 809 
Glu Cys Gly Ser Phe Leu Leu Ala Glu Ser lie Lys Pro Ala Pro Pro 
110 115 120 

ttc aac gtg act gtg acc ttc tea gga cag tat aat ate tec tggege 857 
Phe Asn Val Thr Val Thr Phe Ser Gly Gin Tyr Asn lie Ser Trp Arg 
125 130 135 

tea gat tac gaa gac cct gcc ttc tac atg ctg aag ggc aag ctt cag 905 
Ser Asp Tyr Glu Asp Pro Ala Phe Tyr Met Leu Lys Gly Lys Leu Gin 
140 145 150 155 

tat gag ctg cag tac agg aac egg gga gac ccc tgg get gtg agt ccg 953 
Tyr Glu Leu Gin Tyr Arg Asn Arg Gly Asp Pro Trp Ala Val Ser Pro 
160 165 170 

agg aga aag ctg ate tea gtg gac tea aga agt gtc tec etc etc ccc 1001 
Arg Arg Lys Leu lie Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro 
175 180 185 

ctg gag ttc cgc aaa gac teg age tat gag ctg cag gtg egg gca ggg 104 9 

Leu Glu Phe Arg Lys Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly 
190 195 200 " 



ccc atg cct ggc tec tec tac cag ggg acc tgg agt gaa tgg agt gac 
Pro Met Pro Gly Ser Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp 
205 210 215 
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ccg gtc ate ttt cag acc cag tea gag gag tta aag gaa ggc tgg aac 1145 
Pro Val lie Phe Gin Thr Gin Ser Glu Glu Leu Lys Glu Gly Trp Asn 
220 225 230 235 

cct cac ctg ctg ctt etc etc ctg ctt gtc ata gtc ttc att cct gee 1193 
Pro His Leu Leu Leu Leu Leu Leu Leu Val lie Val Phe lie Pro Ala 
240 245 250 

ttc tgg age ctg aag acc cat cca ttg tgg agg eta tgg aag aag ata 1241 
Phe Trp Ser Leu Lys Thr His Pro Leu Trp Arg Leu Trp Lys Lys lie 
255 260 265 

tgg gec gtc ccc age cct gag egg ttc ttc atg ccc ctg tac aag ggc 1289 
Trp Ala Val Pro Ser Pro Glu Arg Phe Phe Met Pro Leu Tyr Lys Gly 
270 275 280 

tgc age gga gac ttc aag aaa tgg gtg ggt gca ccc ttc act ggc tec 1337 
Cys Ser Gly Asp Phe Lys Lys Trp Val Gly Ala Pro Phe Thr Gly Ser 
285 290 295 

age ctg gag ctg gga ccc tgg age cca gag gtg ccc tec acc ctg gag 1385 
Ser Leu Glu Leu Gly Pro Trp Ser Pro Glu Val Pro Ser Thr Leu Glu 
300 305 310 315 

gtg tac age tgc cac cca cca egg age ccg gec aag agg ctg cag etc 1433 
Val Tyr Ser Cys His Pro Pro Arg Ser Pro Ala Lys Arg Leu Gin Leu 
320 325 330 

acg gag eta caa gaa cca gca gag ctg gtg gag tct gac ggt gtg ccc 1481 
Thr Glu Leu Gin Glu Pro Ala Glu Leu Val Glu Ser Asp Gly Val Pro 
335 340 345 

aag ccc age ttc tgg ccg aca gec cag aac teg ggg ggc tea get tac 152 9 

Lys Pro Ser Phe Trp Pro Thr Ala Gin Asn Ser Gly Gly Ser Ala Tyr 
350 355 360 

agt gag gag agg gat egg cca tac ggc ctg gtg tec att gac aca gtg 1577 
Ser Glu Glu Arg Asp Arg Pro Tyr Gly Leu Val Ser lie Asp Thr Val 
365 370 375 

act gtg eta gat gca gag ggg cca tgc acc tgg ccc tgc age tgt gag 162 5 

Thr Val Leu Asp Ala Glu Gly Pro Cys Thr Trp Pro Cys Ser Cys Glu 
380 385 390 395 

gat gac ggc tac cca gee ctg gac ctg gat get ggc ctg gag ccc age 1673 
Asp Asp Gly Tyr Pro Ala Leu Asp Leu Asp Ala Gly Leu Glu Pro Ser 
400 405 410 

cca ggc eta gag gac cca etc ttg gat gca ggg acc aca gtc ctg tec 1721 
Pro Gly Leu Glu Asp Pro Leu Leu ■ Asp Ala Gly Thr Thr Val Leu Ser 
415 420 425 

tgt ggc tgt gtc tea get ggc age cct ggg eta gga ggg ccc ctg gga 1769 
Cys Gly Cys Val Ser Ala Gly Ser Pro Gly Leu Gly Gly Pro Leu Gly 
430 435 440 
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age etc ctg gac aga eta aag cca ccc ctt gca gat ggg gag gac tgg 1817 
Ser Leu Leu Asp Arg Leu Lys Pro Pro Leu Ala Asp Gly Glu Asp Trp 
445 450 455 

get ggg gga ctg ccc tgg ggt ggc egg tea cct gga ggg gtc tea gag 1865 
Ala Gly Gly Leu Pro Trp Gly Gly Arg Ser Pro Gly Gly Val Ser Glu 
460 465 470 475 

agt gag gcg ggc tea ccc ctg gee ggc ctg gat atg gac acg ttt gac 1913 
Ser Glu Ala Gly Ser Pro Leu Ala Gly Leu Asp Met Asp Thr Phe Asp 
480 485 490 

agt ggc ttt gtg ggc tct gac tgc age age cct gtg gag tgt gac ttc 1961 
Ser Gly Phe Val Gly Ser Asp Cys Ser Ser Pro Val Glu Cys Asp Phe 
495 500 505 

ace age ccc ggg gac gaa gga ccc ccc egg age tac etc cgc cag tgg 2009 
Thr Ser Pro Gly Asp Glu Gly Pro Pro Arg Ser Tyr Leu Arg Gin Trp 
510 515 520 

9tg gtc att cct ccg cca ctt teg age cct gga ccc cag gee age 2054 
Val Val lie Pro Pro Pro Leu Ser Ser Pro Gly Pro Gin Ala Ser 
525 530 535 

taatgaggct gactggatgt ccagagctgg ccaggccact gggecctgag ccagagacaa 2114 

ggtcacctgg gctgtgatgt gaagacacct geagectttg gtctcctgga tgggcctttg 2174 

agectgatgt ttacagtgtc tgtgtgtgtg tgcatatgtg tgtgtgtgca tatgcatgtg 2234 

tgtgtgtgtg tgtgtcttag gtgcgcagtg gcatgtccac gtgtgtgtga ttgcacgtgc 22 94 

ctgtgggcct gggataatgc ccatggtact ccatgcattc acctgccctg tgcatgtctg 2354 

gaetcaegga gctcacccat gtgcacaagt gtgcacagta aacgtgtttg tggtcaacag 2414 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 2465 

<210> 9 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 9 

ccggctcccc etttcaaegt gactgtgacc 30 

<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 10 

ggcaagcttc agtatgagct gcagtacagg 3 0 



<210> 11 
<211> 30 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 11 

accctctgac tgggtctgaa agatgaccgg 

<210> 12 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 12 

catgggccct gcccgcacct gcagctcata 

<210> 13 

<211> 1128 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1) . . . (1125) 
<400> 13 • 

atg ccg cgt ggc tgg gcc gcc ccc ttg etc ctg ctg ctg etc cag gga 
Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu Leu Leu Leu Gin Gly 
1 5 10 15 

ggc tgg ggc tgc ccc gac etc gtc tgc tac acc gat tac etc cag acg 
Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr Asp Tyr Leu Gin Thr 
20 25 30 

gtc ate tgc ate ctg gaa atg tgg aac etc cac ccc age acg etc acc 
Val lie Cys lie Leu Glu Met Trp Asn Leu His Pro Ser Thr Leu Thr 
35 40 45 

ctt acc tgg caa gac cag tat gaa gag ctg aag gac gag gcc acc tec 
Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys Asp Glu Ala Thr Ser 
50 55 60 



tgc age etc cac agg teg gcc cac aat gcc acg cat gcc acc tac acc 

Cys Ser Leu His Arg Ser Ala His Asn Ala Thr His Ala Thr Tyr Thr 

65 70 75 80 

tgc cac atg gat gta ttc cac ttc atg gcc gac gac att ttc agt gtc 

Cys His Met Asp Val Phe His Phe Met Ala Asp Asp lie Phe Ser Val 

85 90 95 



aac ate aca gac cag tct ggc aac tac tec cag gag tgt ggc age ttt 
Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin Glu Cys Gly Ser Phe 
100 105 110 
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etc ctg get gag age ate aag ccg get ccc cct ttc aac gtg act gtg 3 84 

Leu Leu Ala Glu Ser lie Lys Pro Ala Pro Pro Phe Asn Val Thr Val 
115 120 125 

acc ttc tea gga cag tat aat ate tec tgg cgc tea gat tac gaa gac 432 
Thr Phe Ser Gly Gin Tyr Asn lie Ser Trp Arg Ser Asp Tyr Glu Asp 
130 135 140 

cct gee ttc tac atg ctg aag ggc aag ctt cag tat gag ctg cag tac 480 
Pro Ala Phe Tyr Met Leu Lys Gly Lys Leu Gin Tyr Glu Leu Gin Tyr 
145 150 155 160 

agg aac egg gga gac ccc tgg get gtg agt ccg agg aga aag ctg ate 528 
Arg Asn Arg Gly Asp Pro Trp Ala Val Ser Pro Arg Arg Lys Leu lie 
165 170 175 

tea gtg gac tea aga agt gtc tec etc etc ccc ctg gag ttc cgc aaa 576 
Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro Leu Glu Phe Arg Lys 
180 185 190 

gac teg age tat gag ctg cag gtg egg gca ggg ccc atg cct ggc tec 624 
Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly Pro Met Pro Gly Ser 
195 200 205 

tec tac cag ggg acc tgg agt gaa tgg agt gac ccg gtc ate ttt cag 672 
Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp Pro Val lie Phe Gin 
210 215 220 

acc cag tea gag acc gec tgg ate tec ttg gtg acc get ctg cat eta 72 0 

Thr Gin Ser Glu Thr Ala Trp lie Ser Leu Val Thr Ala Leu His Leu 
225 230 235 240 

gtg ctg ggc etc age gee gtc ctg ggc ctg ctg ctg ctg agg tgg cag 768 
Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu Leu Arg Trp Gin 
245 250 255 

ttt cct gca cac tac agg aga ctg agg cat gee ctg tgg ccc tea ctt 816 
Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu Trp Pro Ser Leu 
260 265 270 

cca gac ctg cac egg gtc eta ggc cag tac ctt agg gac act gca gee 864 
Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Arg Asp Thr Ala Ala 
275 280 285 

ctg age ccg ccc aag gee aca gtc tea gat acc tgt gaa gaa gtg gaa 912 
Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys Glu Glu Val Glu 
290 295 300 

ccc age etc ctt gaa ate etc ccc aag tec tea gag agg act cct ttg 960 
Pro Ser Leu . Leu Glu lie Leu Pro Lys Ser Ser Glu Arg Thr Pro Leu 
305 310 315 320 

ccc ctg tgt tec tec cag gee cag atg gac tac cga aga ttg cag cct 1008 
Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg Arg Leu Gin Pro 
325 330 335 



tct tgc ctg ggg acc atg ccc ctg tct gtg tgc cca ccc atg get gag 
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Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg Arg Leu Gin Pro 

325 330 335 

Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro Pro Met Ala Glu 

340 345 350 

Ser Gly Ser Cys Cys Thr Thr His lie Ala Asn His Ser Tyr Leu Pro 

355 360 365 

Leu Ser Tyr Trp Gin Gin Pro 
370 375 

<210> 15 

<211> 1383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1380) 

<400> 15 

atg ccg cgt ggc tgg gcc gcc ccc ttg etc ctg ctg ctg etc cag gga 

Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu Leu Leu Leu Gin Gly 

1 5 10 15 

ggc tgg ggc tgc ccc gac etc gtc tgc tac acc gat tac etc cag acg 
Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr Asp Tyr Leu Gin Thr 
20 25 30 

gtc ate tgc ate ctg gaa atg tgg aac etc cac ccc age acg etc acc 
Val lie Cys lie Leu Glu Met Trp Asn Leu His Pro Ser Thr Leu Thr 
35 40 45 

ctt acc tgg caa gac cag tat gaa gag- ctg aag gac gag gcc acc tec 
Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys Asp Glu Ala Thr Ser 
50 55 60 

tgc age etc cac agg teg gcc cac aat gcc acg cat gcc acc tac acc 
Cys Ser Leu His Arg Ser Ala His Asn Ala Thr His Ala Thr Tyr Thr 
65 70 75 80 

tgc cac atg gat gta ttc cac ttc atg gcc gac gac att ttc agt gtc 
Cys His Met Asp Val Phe His Phe Met Ala Asp Asp lie Phe Ser Val 
85 90 95 

aac ate aca gac cag tct ggc aac tac tec cag gag tgt ggc age ttt 
Asn lie Thr Asp Gin Ser Gly Asn Tyr Ser Gin Glu Cys Gly Ser Phe 
100 105 110 

etc ctg get gag age ate aag ccg get ccc cct ttc aac gtg act gtg 
Leu Leu Ala Glu Ser lie Lys Pro Ala Pro Pro Phe Asn Val Thr Val 
115 120 125 

acc ttc tea gga cag tat aat ate tec tgg cgc tea gat tac gaa gac 
Thr Phe Ser Gly Gin Tyr Asn lie Ser Trp Arg Ser Asp Tyr Glu Asp 
130 135 140 



cct gcc ttc tac atg ctg aag ggc aag ctt cag tat gag ctg cag tac 
Pro Ala Phe Tyr Met Leu Lys Gly Lys Leu Gin Tyr Glu Leu Gin Tyr 



145 



150 



17 



155 



160 



agg aac egg gga gac ccc tgg get gtg agt ccg agg aga aag ctg ate 528 

Arg Asn Arg Gly Asp Pro Trp Ala Val Ser Pro Arg Arg Lys Leu lie 

165 170 175 

tea gtg gac tea aga agt gtc tec etc etc ccc ctg gag ttc cgc aaa 576 

Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro Leu Glu Phe Arg Lys 
180 185 190 

gac teg age tat gag ctg cag gtg egg gca ggg ccc atg cct ggc tec 624 

Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly Pro Met Pro Gly Ser 
195 200 205 

tec tac cag ggg ace tgg agt gaa tgg agt gac ccg gtc ate ttt cag 672 

Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp Pro Val lie Phe Gin 
210 215 220 

ace cag tea gag gag ccc aaa tct tgt gac aaa act cac aca tgc cca 720 

Thr Gin Ser Glu Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro 
225 230 235 240 

ccg tgc cca gca cct gaa etc ctg ggg gga ccg tea gtc ttc etc ttc 768 

Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe 

245 250 255 

ccc cca aaa ccc aag gac ace etc atg ate tec egg ace cct gag gtc 816 

Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val 
260 265 270 

aca tgc gtg gtg gtg gac gtg age cac gaa gac cct gag gtc aag ttc 864 

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe 
275 280 285 

aac tgg tac gtg gac ggc gtg gag gtg cat aat gec aag aca aag ccg 912 

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro 
290 295 300 

egg gag gag cag tac aac age acg tac egg gtg gtc age gtc etc acc 960 

Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr 
305 310 315 320 

gtc ctg cac cag gac tgg ctg aat ggc aag gag tac aag tgc aag gtc 1008 

Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 

325 330 335 

tec aac aaa gee etc cca gee ccc ate gag aaa acc ate tec aaa gee 1056 

Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala 
340 345 350 

aaa ggg cag ccc cga gaa cca cag gtg tac acc ctg ccc cca tec egg 1104 

Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg 
355 360 365 

gat gag ctg acc aag aac cag gtc age ctg acc tgc ctg gtc aaa ggc 1152 

Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly 
370 375 380 



18 



ttc tat ccc age gac ate gee gtg gag tgg gag age aat ggg cag ccg 1200 
Phe Tyr Pro Ser Asp lie Ala. Val Glu Trp Glu Ser Asn Gly Gin Pro 
385 390 395 400 

gag aac aac tac aag ace acg cct ccc gtg ctg gac tec gac ggc tec 1248 
Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser 
405 410 415 

ttc ttc etc tac age aag etc acc gtg gac aag age agg tgg cag cag 12 96 

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 
420 425 430 

ggg aac gtc ttc tea tgc tec gtg atg cat gag get ctg cac aac cac 1344 
Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 
435 440 445 

tac acg cag aag age etc tec ctg tct ccg ggt aaa tga 1383 
Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
450 455 460 

<210> 16 
<211> 460 
<212> PRT 

<213> Homo sapiens 
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225 









Trp Ala Ala Pro 
5 

Pro Asp Leu Val 

Leu Glu Met Trp 
40 

Asp Gin Tyr Glu 
55 

Arg Ser Ala His 
70 

Val Phe His Phe 
85 

Gin Ser Gly Asn 

Ser He Lys Pro 
120 

Gin Tyr Asn He 
135 

Met Leu- Lys Gly 
150 

Asp Pro Trp Ala 
165 

Arg Ser Val Ser 

Glu Leu Gin Val 
200 

Thr Trp Ser Glu 
215 

Glu Pro Lys Ser 
230 



Leu Leu Leu Leu 
10 

Cys Tyr Thr Asp 
25 

Asn Leu His Pro 

Glu Leu Lys Asp 
60 

Asn Ala Thr His 
75 

Met Ala Asp Asp 
90 

Tyr Ser Gin Glu 
105 

Ala Pro Pro Phe 

Ser Trp Arg Ser 
140 

Lys Leu Gin Tyr 
155 

Val Ser Pro Arg 
170 

Leu Leu Pro Leu 
185 

Arg Ala Gly Pro 

Trp Ser Asp Pro 
220 

Cys Asp Lys Thr 
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<210> 17 

<211> 477 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (474) 

<400> 17 

atg ccg cgt ggc tgg gec gec ccc ttg etc ctg ctg ctg etc cag gga 48 
Met Pro Arg Gly Trp Ala Ala Pro Leu Leu Leu Leu Leu Leu Gin Gly 
15 10 15 

99 c tgg ggc tgc ccc gac etc gtc tgc tac acc gat tac etc cag acg 96 
Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr Asp Tyr Leu Gin Thr 
20 25 30 

gtc ate tgc ate ctg gaa atg tgg aac etc cac ccc age acg etc acc 144 
Val lie Cys lie Leu Glu Met Trp Asn Leu His Pro Ser Thr Leu Thr 
35 40 45 

ctt acc tgg caa gac cag tat gaa gag ctg aag gac gag gee acc tec 192 
Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys Asp Glu Ala Thr Ser 
50 55 60 



tgc age etc cac agg teg gee cac aat gec acg cat gee acc tac acc 
Cys Ser Leu His Arg Ser Ala His Asn Ala Thr His Ala Thr Tyr Thr 



240 



20 



65 70 75 80 
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a t- n 
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c tg 
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125 
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14 0 
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<400> 18 
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A 1 <s 
Aid 


Ala 

Aia 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Gin 


Gly 


1 








5 










1U 










15 




Gly Trp 


Gly 


Cys 


Pro 


Asp 


Leu 
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Tyr 


Thr 


Asp 
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Leu 


Gin 


Thr 








20 










25 
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Val 


He 
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He 


Leu 


r* 1 n 
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Trp 
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Leu 
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35 
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Pi n 
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Leu 
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50 
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TT A it 
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85 
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Ser 
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Ser 
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Cys 
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Ser 
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100 
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Glu 
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Ser 
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115 
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<210> 19 
<211> 144 
<212> PRT 

<213> Mus musculus 



<400> 19 



21 



Met Pro Arg Gly Trp Ala Ala Ser Leu Leu Leu Leu Leu Leu Gin Gly 

15 10 15 

Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr Asp Tyr Leu Gin Thr 

20 25 30 

Val lie Cys lie Leu Glu Met Trp Asn Leu His Pro Ser Thr Leu Thr 

35 40 45 

Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys Asp Glu Ala Thr Ser 

50 55 60 

Cys Ser Leu His Arg Ser Ala His Asn Ala Thr His Ala Thr Tyr Thr 
65 70 75 80 

Ser His Met Asp Val Phe His Phe Met Ala Asp Asp lie Phe Ser Val 

85 90 95 

Asn lie Thr Asp Gin Ser Gly Asn Tyr Phe Gin Glu Cys Gly Ser Phe 

100 105 110 

Leu Arg Ala Glu Ser Lys Ser Glu Glu Lys Ala Asp Leu Ser Gly Leu 

115 120 125 

Lys Lys Cys Leu Pro Pro Pro Pro Gly Val Pro Gin Arg Leu Glu Leu, 
130 135 140 

<210> 20 

<211> 1960 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (439) . . . (870) 
<400> 20 

cagccagcgg cctcagacag acccactggc gtctctctgc tgagtgaccg taagctcggc 
gtctggccct ctgcctgcct ctccctgagt gtggctgaca gccacgcagc tgtgtctgtc 
tgtctgcggc ccgtgcatcc ctgctgcggc cgcctggtac cttccttgcc gtctctttcc 
tctgtctgct gctctgtggg acacctgcct ggaggcccag ctgcccgtca tcagagtgac 
aggtcttatg acagcctgat tggtgactcg ggctgggtgt ggattctcac cccaggcctc 
tgcctgcttt ctcagaccct catcggtcac ccccacgctg aacccagctg ccacccccag 
aagcccatca gactgccccc agcacacgga atggatttct gagaaagaag ccgaaacaga 
aggcccgtgg gagtcagc atg ccg cgt ggc tgg gcc gcc tec ttg etc ctg 

Met Pro Arg Gly Trp Ala Ala Ser Leu Leu Leu 
15 10 

ctg ctg etc cag gga ggc tgg ggc tgc ccc gac etc gtc tgc tac acc 
Leu Leu Leu Gin Gly Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr 
15 20 25 

gat tac etc cag acg gtc ate tgc ate ctg gaa atg tgg aac etc cac 
Asp Tyr Leu Gin Thr Val lie Cys lie Leu Glu Met Trp Asn Leu His 
30 35 40 

ccc age acg etc acc ctt acc tgg caa gac cag tat gaa gag ctg aag 
Pro Ser Thr Leu Thr Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys 
45 50 55 

gac gag gcc acc tec tgc age etc cac agg teg gcc cac aat gcc acg 
Asp Glu Ala Thr Ser Cys Ser Leu His Arg Ser Ala His Asn Ala Thr 
60 65 70 75 



cat gcc acc tac acc age cac atg gat gta ttc cac ttc atg gcc gac 



22 



His Ala Thr Tyr Thr Ser His Met Asp Val Phe His Phe Met Ala Asp 
80 85 90 

gac att ttc agt gtc aac ate aca gac cag tct ggc aac tac ttc cag 759 

Asp lie Phe Ser Val Asn lie Thr Asp Gin Ser Gly Asn Tyr Phe Gin 
95 100 105 



gag tgt ggc age ttt etc egg get gag age aag tec gag gag aaa get 8 07 

Glu Cys Gly Ser Phe Leu Arg Ala Glu Ser Lys Ser Glu Glu Lys Ala 
110 115 120 

gat etc agt gga etc aag aag tgt etc cct cct ccc cct gga gtt ccg 855 
Asp Leu Ser Gly Leu Lys Lys Cys Leu Pro Pro Pro Pro Gly Val Pro 
125 130 135 

caa aga etc gag eta tgagctgcag gtgcgggcag ggcccatgcc tggctcctcc 910 

Gin Arg Leu Glu Leu . 

140 



taccagggga cctggagtga atggagtgac ccggtcatct ttcagaccca gtcagaggag 970 

ttaaaggaag gctggaaccc tcacctgctg cttctcctcc tgcttgtcat agtcttcatt 1030 

cctgccttct ggagcctgaa gacccatcca ttgtggaggc tatggaagaa gatatgggee 1090 

gtccccagcc ctgagcggtt cttcatgccc ctgtacaagg getgeagegg agacttcaag 1150 

aaatgggtgg gtgcaccctt cactggctcc agectggage tgggaccctg gageccagag 1210 

gtgccctcca ccctggaggt gtacagctgc cacccaccac ggagcccggc caagaggctg 1270 

cagctcacgg agctacaaga accagcagag ctggtggagt ctgacggtgt gcccaagccc 133 0 

agcttctggc cgacagccca gaactcgggg ggctcagctt acagtgagga gagggategg 1390 

ccatacggcc tggtgtccat tgacacagtg actgtgctag atgcagaggg gccatgcacc 14 5 0 

tggccctgca gctgtgagga tgaeggctae ccagccctgg acctggatgc tggcctggag 1510 

cccagcccag gectagagga cccactcttg gatgeaggga ccacagtcct gtcctgtggc 1570 

tgtgtctcag ctggcagccc tgggctagga gggcccctgg gaagcctcct ggacagacta 163 0 

aagccacccc ttgcagatgg ggaggactgg gctgggggac tgccctgggg tggceggtea 1690 

cctggagggg tctcagagag tgaggeggge tcacccctgg ccggcctgga tatggacacg 1750 

tttgacagtg gctttgtgtg ctctgactgc agcagccctg tggagtgtga cttcaccagc 1810 

cccggggacg aaggaccccc ccggagctac ctccgccagt gggtggtcat tcctccgcca 187 0 

ctttcgagcc ctggacccca ggccagctaa tgaggctgac tggatgtcca gagctggeca 193 0 

ggccactggg ccctgagcca gaaaaaaaaa 1960 

<210> 21 
<211> 538 
<212> PRT 

<213> Mus musculus 
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Asn 


Tie 
11c 


Ser 


Arg 


Arg 


Ser 


Asp 


Tyr 


ulU 


Asp 




130 










lie 
1 j j 










140 










Pro 


Ala 


IT 11C 


TV/"!"* 

iyr 


1*1 C L, 


T.pii 
XJC u. 


xjy 0 


uiy 


T ,VG 

xjy 0 


T.pii 
XJC LI 


Gin 


Tyr 


Glu 


Leu 


Gin 


Tyr 


145 










1 en 
IjU 










155 










160 


Arg Asn 


Arg 


oiy 


Asp 


JrX \J 


irp 


Al a 
Aid 


\7a 1 
vdl 


OCX 


Pro Arg Arg 


Lys 


Leu 


He 










ICC 

loo 










± / u 










175 




Ser 


Val 


Asp 


C o >" 
OCI 


Arg 


v 

OCI 


Va 1 
Veil 


Ser 


Leu 


Leu 


Pro 


Leu 


UXU 


rae 


Arg 


Lys 








loU 










IOC 

lob 










190 






Asp 


Ser 


OCL 


iyr 


m n 


Leu 


olxl 


V ell 


Arg 


a 1 a 
Alo 


Gly 


Pro 


Mai- 
ne u 


Pro 


Gly Ser 
















0 n n 
z u u 










0 ft E. 
Z U _) 








Ser 


Tvr* 


Gin 


m v 

uiy 


Thr 


up 


OC X. 


m n 


irp 


COT" 
OC1 


Asp 


Pro 


Va 1 

V Cl X 


Tip 

lie 


XrXIC 


m n 

olll 




Z 1 \J 










z lo 










220 










Thr 


Gin 


Ser 


Glu 


Glu 


Leu 


xjy 0 


O -L U. 


fil V 

oxy 




Asn 


Pro 


His 


Leu 


T .011 

J_l C LI 


lieu 


22 5 










Tift 

ZjU 










235 










0 a n 

Z 4 u 


Leu 


Leu 


T.oi i 
XJC u. 


T .on 
XjC Li. 


veil 


Tip 

J. -L C 


v a. _L 


XT I1C 


Tip 

lie 


Jr x O 


Ala 


Phe 


irp 


Ser 


T .Pi i 

XJC LL 


uy 0 










Z4 O 










z o U 










O C 




Thr 


His 


Pro 


Leu 


Trp 


Arg 


Leu 


Trp 


Lys 


Lys 


He 


Trp 


Al a 
nl cl 


Vdl 


Pro 


Ser 








o £ n 










ore 
zoo 










OTA 
Z / 0 






Pro 


Glu 


Arg 


rile 


Jrllc 


Met- 
ric L. 


Pro 


Leu 


Tyr 


Lys 


Gly Cys 


Opv 

ocx 


ni 

oJ.y 


Asp 


JrliC 






Z / O 










z 0 U 










noc 
ZOO 








Ly s 


Ly s 




Ual 
v d _L 




AT a 
rll cl 


Jr X O 


IT 11C 


TV) "r~ 
X 111 


uiy 


Ser 


Ser 


Leu 


ni n 

ulU 


t.oi 1 

XJC LL 


oiy 














z y d 










300 










Pro 


lip 


C o V 


rlU 




Va 1 
Veil 


xr x O 


C 0 >* 
Oci 


1 111. 


Leu 


Glu 


Val 


iyr 


Ser 


V— y 0 


ill & 












"3 1 Cl 










315 










0 0 A 

jz 0 


Pro 


Pro 


Arg 


OCX. 


rl (J 


Al a 


T 

Lys 


Arg 


Leu 


0 1 11 


Leu 


Thr 


O X IX 


Leu 


Gin 


Glu 










IOC 

J z 0 




















335 




Pro 


Ala 


uxu 


u c u. 


V d X 


UX IX 


OCX. 




uiy 


\7a 1 
val 


Pro 


Lys 


Pro 
jr x \j 


Co v 
OCX 


Phe 


Trp 








j 4 u 










*3 ^ C 
Jl J 










■1 r 
J J U 






Pro 


Thr 


Ala 




Asn 


OCX 


oiy 


nl i/ 
oiy 


Co 
OCX 


Ala 


Tyr 


Ser 


nl ii 
01 u. 


bill 


Arg 


Asp 






J DO 










"5 £ A 










1 a c 








Arg 


Pro 


iyr 


ni \/ 


Leu 


Veil 


Cot* 
ocx 


Tip 

lie 


Asp 


1 nr 


Val 


Thr 


Va 1 
v ct 1 


Leu 


Asp 


Ala 




O f \J 










O /D 










380 










Glu 




JT X W 


v_ y & 


X XIX. 


irp 


Dm 


Lyo 


Co v 
OcX 


Ly s 


Glu 


Asp 


Asp 


oiy 


Tyr 


Pro 


■3RC 
ODD 




















395 










400 


Ala 


Leu 


Asp 


Leu 


A QT1 


Ala 


uiy 


T.pii 
XJC Li. 


ox u. 


JrX \J 


Ser 


Pro 


1 1 r 

biy 


Leu 


Glu 


Asp 




















4 1 U 










415 




Pro 


Leu 


T.oi i 


A cn 


AT a 


uiy 


1 11x7 


TVit* 
1 III. 


\7a 1 

Veil 


Leu 


Ser 


Cys 


uiy 


Cys 


Val 


Ser 








A o n 
4 Z U 










/IOC 

4z D 










43 0 






Ala 


Gly 


Ser 


Xt X 


Oiy 


XJC IX 


ni v 

oxy 


uiy 


Jr x 


Leu 


Gly Ser 


Leu 


Leu 


Asp 


Arg 






4 J O 










4 4 U 










445 








Leu 


Lys 


JrX (J 


Jr X \J 


Leu 


Al a 
jH.lcl 


Asp 


vjiy 


r*i ii 

olU 


Asp 


Trp 


Ala 


Gly 


oiy 


Leu 


Pro 




450 










455 










460 










Trp 


Gly 


oiy 


Arg 


Ser 


Pro 


oiy 


(jiy 


vai 


Ser 


Glu 


Ser 


Glu 


Ala 


Gly Ser 


465 










470 










475 










480 


Pro 


Leu 


Ala 


oiy 


Leu 


Asp 


ine u 


Asp 


TVi -v- 

inr 


Fne 


Asp 


Ser 


Gly 


Phe 


Val 


Cys 










485 










490 










495 




Ser 


Asp 


Cys 


Ser 


Ser 


Pro 


Val 


Glu 


Cys 


Asp 


Phe 


Thr 


Ser 


Pro 


Gly Asp 








500 










505 










510 






Glu Gly 


Pro 


Pro 


Arg 


Ser 


Tyr 


Leu 


Arg 


Gin 


Trp 


Val 


Val 


He 


Pro 


Pro 






515 










520 










525 








Pro 


Leu 


Ser 


Ser 


Pro 


Gly 


Pro 


Gin 


Ala 


Ser 















530 535 



<210> 22 



v 



24 



<211> 2115 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (439) . . . (2052) 
<400> 22 

cagccagcgg cctcagacag acccactggc gtctctctgc tgagtgaccg taagctcggc 60 
gtctggccct ctgcctgcct ctccctgagt gtggctgaca gccacgcagc tgtgtctgtc 120 
tgtctgcggc ccgtgcatcc ctgctgcggc cgcctggtac cttccttgcc gtctctttcc 180 
tctgtctgct gctctgtggg acacctgcct ggaggcccag ctgcccgtca tcagagtgac 240 
aggtcttatg acagcctgat tggtgactcg ggctgggtgt ggattctcac cccaggcctc 300 
tgcctgcttt ctcagaccct catcggtcac ccccacgctg aacccagctg ccacccccag 360 
aagcccatca gactgccccc agcacacgga atggatttct gagaaagaag ccgaaacaga 420 
aggcccgtgg gagtcagc atg ccg cgt ggc tgg gcc gcc tec ttg etc ctg 471 

Met Pro Arg Gly Trp Ala Ala Ser Leu Leu Leu 
15 10 

ctg ctg etc cag gga ggc tgg ggc tgc ccc gac etc gtc tgc tac acc 519 
Leu Leu Leu Gin Gly Gly Trp Gly Cys Pro Asp Leu Val Cys Tyr Thr 
15 20 25 

gat tac 'etc cag acg gtc ate tgc ate ctg gaa atg tgg aac etc cac 567 
Asp Tyr Leu Gin Thr Val lie Cys lie Leu Glu Met Trp Asn Leu His 
30 35 40 

ccc age acg etc acc ctt acc tgg caa gac cag tat gaa gag ctg aag 615 
Pro Ser Thr Leu Thr Leu Thr Trp Gin Asp Gin Tyr Glu Glu Leu Lys 
45 50 55 

gac gag gcc acc tec tgc age etc cac agg teg gcc cac aat gcc acg 663 
Asp Glu Ala Thr Ser Cys Ser Leu His Arg Ser Ala His Asn Ala Thr 
60 65 70 75 

cat gcc acc tac acc age cac atg gat gta ttc cac ttc atg gcc gac 711 
His Ala Thr Tyr Thr Ser His Met Asp Val Phe His Phe Met Ala Asp 
80 85 90 

gac att ttc agt gtc aac ate aca gac cag tct ggc aac tac ttc cag 759 
Asp lie Phe Ser Val Asn lie Thr Asp Gin Ser Gly Asn Tyr Phe Gin 
95 100 105 

gag tgt ggc age ttt etc egg get gag age ate aag ccg get ccc cct 807 
Glu Cys Gly Ser Phe Leu Arg Ala Glu Ser lie Lys Pro Ala Pro Pro 
110 115 120 

ttc aac gtg act gtg acc ttc tea gga cag tat aat ate tec agg cgc 855 
Phe Asn Val Thr Val Thr Phe Ser Gly Gin Tyr Asn lie Ser Arg Arg 
125 130 135 

tea gat tac gaa gac cct gcc ttc tac atg ctg aag ggc aag ctt cag 903 
Ser Asp Tyr Glu Asp Pro Ala Phe Tyr Met Leu Lys Gly Lys Leu Gin 
140 145 150 155 



tat gag ctg cag tac agg aac egg gga gac ccc tgg get gtg agt ccg 



951 



25 



Tyr Glu Leu Gin Tyr Arg Asn Arg Gly Asp Pro Trp Ala Val Ser Pro 
160 165 170 

agg aga aag ctg ate tea gtg gac tea aga agt gtc tec etc etc ccc 999 
Arg Arg Lys Leu lie Ser Val Asp Ser Arg Ser Val Ser Leu Leu Pro 
175 180 185 

ctg gag ttc cgc aaa gac teg age tat gag ctg cag gtg egg gca ggg 1047 
Leu Glu Phe Arg Lys Asp Ser Ser Tyr Glu Leu Gin Val Arg Ala Gly 
190 195 200 

ccc atg cct ggc tec tec tac cag ggg acc tgg agt gaa tgg agt gac 1095 
Pro Met Pro Gly Ser Ser Tyr Gin Gly Thr Trp Ser Glu Trp Ser Asp 
205 210 215 

ccg gtc ate ttt cag acc cag tea gag gag tta aag gaa ggc tgg aac 1143 
Pro Val lie Phe Gin Thr Gin Ser Glu Glu Leu Lys Glu Gly Trp Asn 
220 225 230 235 

cct cac ctg ctg ctt etc etc ctg ctt gtc ata gtc ttc att cct gee 1191 
Pro His Leu Leu Leu Leu Leu Leu Leu Val lie Val Phe lie Pro Ala 
240 245 250 

ttc tgg age ctg aag acc cat cca ttg tgg agg eta tgg aag aag ata 123 9 

Phe Trp Ser Leu Lys Thr His Pro Leu Trp Arg Leu Trp Lys Lys lie 
255 260 265 

tgg gee gtc ccc age cct gag egg ttc ttc atg ccc ctg tac aag ggc 1287 
Trp Ala Val Pro Ser Pro Glu Arg Phe Phe Met Pro Leu Tyr Lys Gly 
270 275 280 

tgc age gga gac ttc aag aaa tgg gtg ggt gca ccc ttc act ggc tec 1335 
Cys Ser Gly Asp Phe Lys Lys Trp Val Gly Ala Pro Phe Thr Gly Ser 
285 290 295 

age ctg gag ctg gga ccc tgg age cca gag gtg ccc tec acc ctg gag 1383 
Ser Leu Glu Leu Gly Pro Trp Ser Pro Glu Val Pro Ser Thr Leu Glu 
300 305 310 315 

gtg tac age tgc cac cca cca egg age ccg gee aag agg ctg cag etc 1431 
Val Tyr Ser Cys His Pro Pro Arg Ser Pro Ala Lys Arg Leu Gin Leu 
320 325 330 

acg gag eta caa gaa cca gca gag ctg gtg gag tct gac ggt gtg ccc 1479 
Thr Glu Leu Gin Glu Pro Ala Glu Leu Val Glu Ser Asp Gly Val Pro 
335 340 345 

aag ccc age ttc tgg ccg aca gee cag aac teg ggg ggc tea get tac 152 7 

Lys Pro Ser Phe Trp Pro Thr Ala Gin Asn Ser Gly Gly Ser Ala Tyr 
350 355 360 

agt gag gag agg gat egg cca tac ggc ctg gtg tec att gac aca gtg 1575 
Ser Glu Glu Arg Asp Arg Pro Tyr Gly Leu Val Ser lie Asp Thr Val 
365 370 375 

act gtg eta gat gca gag ggg cca tgc acc tgg ccc tgc age tgt gag 162 3 

Thr Val Leu Asp Ala Glu Gly Pro Cys Thr Trp Pro Cys Ser Cys Glu 



380 



385 



26 



390 



395 



gat gac ggc tac cca gcc ctg gac ctg gat get ggc ctg gag ccc age 1671 
Asp Asp Gly Tyr. Pro Ala Leu Asp Leu Asp Ala Gly Leu Glu Pro Ser 
400 405 410 

cca ggc eta gag gac cca etc ttg gat gca ggg acc aca gtc ctg tec 1719 
Pro Gly Leu Glu Asp Pro Leu Leu Asp Ala Gly Thr Thr Val Leu Ser 
415 420 425 

tgt ggc tgt gtc tea get ggc age cct ggg eta gga ggg ccc ctg gga 1767 
Cys Gly Cys Val Ser Ala Gly Ser Pro Gly Leu Gly Gly Pro Leu Gly 
430 435 440 

age etc ctg gac aga eta aag cca ccc ctt gca gat ggg gag gac tgg 1815 
Ser Leu Leu Asp Arg Leu Lys Pro Pro Leu Ala Asp Gly Glu Asp Trp 
445 450 455 

get ggg gga ctg ccc tgg ggt ggc egg tea cct gga ggg gtc tea gag 18 63 

Ala Gly Gly Leu Pro Trp Gly Gly Arg Ser Pro Gly Gly Val Ser Glu 
460 465 470 475 

agt gag gcg ggc tea ccc ctg gcc ggc ctg gat atg gac acg ttt gac 1911 
Ser. Glu Ala Gly Ser Pro Leu Ala Gly Leu Asp Met Asp Thr Phe Asp 
480 485 490 

agt ggc ttt gtg tgc tct gac tgc age age cct gtg gag tgt gac ttc 1959 
Ser Gly Phe Vai Cys Ser Asp Cys Ser Ser Pro Val Glu Cys Asp Phe 
495 500 505 

acc age ccc ggg gac gaa gga ccc ccc egg age tac etc cgc cag tgg 2 007 

Thr Ser Pro Gly Asp Glu Gly Pro Pro Arg Ser Tyr Leu Arg Gin Trp 
510 515 520 

9 fc 9 9 tc at t cct ccg cca ctt teg age cct gga ccc cag gcc age 2052 
Val Val lie Pro Pro Pro Leu Ser Ser Pro Gly Pro Gin Ala Ser 
525 530 535 

taatgaggct gactggatgt ccagagctgg ccaggccact gggecctgag ccagaaaaaa . 2112 
aaa 2115 

<210> 23 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> 3'UTR 
<222> (1) . . . (411) 

<400> 23 

taatgaggct gactggatgt ccagagctgg ccaggccact gggecctgag ccagagacaa 60 

ggtcacctgg gctgtgatgt gaagacacct geagectttg gtctcctgga tgggcctttg 12 0 

agectgatgt ttacagtgtc tgtgtgtgtg tgcatatgtg tgtgtgtgca tatgcatgtg 180 

tgtgtgtgtg tgtgtcttag gtgcgcagtg gcatgtccac gtgtgtgtga ttgcacgtgc 240 

ctgtgggcct gggataatgc ccatggtact ccatgcattc acctgccctg tgcatgtctg 300 

gaetcaegga gctcacccat gtgcacaagt gtgcacagta aacgtgtttg tggtcaacag 360 
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aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 



411 



<210> 24 

<211> 877 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> 3 'UTR 
<222> (1) . . . (877) 



<400> 24 

taatgaggct 

ggtcacctgg 

agcctgatgt 

tgtgtgtgtg 

gtgcctgtgg 

tctggactca 

acagatgaca 

ctccggggct 

cgtctgcctc 

cgaaagggga 

tggacgaagg 

cctcccctct 

ggggaaattg 

gtcagcttcc 

cagcgacaaa 



gactggatgt 
gctgtgatgt 
ttacagtgtc 
tgtgtgtctt 
gcctgggata 
cggagctcac 
acagccgtcc 
ttgtgggatc 
caggagctgc 
tggagtgagc 
tctgaatccc 
ctgggctaga 
gcgatgtcac 
ttccttctgc 
aaaaaaaaaa 



ccagagctgg 
gaagacacct 
tgtgtgtgtg 
aggtgcgcag 
atgcccatgg 
ccatgtgcac 
tccctcctag 
agggcattgc 
aagaagtcca 
ccatggtgac 
gactctgata 
gtttccttat 
ccgtgtacgg 
ggccagagcc 
aaaaaaaaaa 



ccaggccact 
gcagcctttg 
tgtgcatatg 
tggcatgtcc 
tactccatgc 
aagtgtgcac 
ggtcttgtgt 
ctgtgactga 
tattgttcct 
ctcgggaatg 
ccttctggct 
ccagacagtg 
tacgcagccc 
gaggcgggcg 
aaaaaaa 



gggccctgag 
gtctcctgga 
tgtgtgtgtg 
acgtgtgtgt 
attcacctgc 
agtaaacgtg 
tgcaagttgg 
ggcggagccc 
tatcacctgc 
gcaatttttt 
gtgctacctg 
gggaaggcat 
agagcagacc 
ggggtgagaa 



ccagagacaa 
tgggcctttg 
catatgcatg 
gtgattgcac 
cctgtgcatg 
tttgtggtca 
tccacagcat 
agccctccag 
caacaggaag 
gggcggcccc 
agccaagtcg 
gacacacctg 
ctcaataaac 
catcaatcgt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
877 



<210> 25 
<211> 2791 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> 3 'UTR 

<222> (1) . . . (2791) 



<400> 25 

taatgaggct 

ggtcacctgg 

agcctgatgt 

tgtgtgtgtg 

gtgcctgtgg 

tctggactca 

acagatgaca 

ctccggggct 

cgtctgcctc 

cgaaagggga 

tggacgaagg 

cctcccctct 

ggggaaattg 

gtcagcttcc 

cagcgacagc 

tccaggctta 

ctttttctaa 

tattaaacac 

tggagggggc 



gactggatgt 
gctgtgatgt 
ttacagtgtc 
tgtgtgtctt 
gcctgggata 
cggagctcac 
acagccgtcc 
ttgtgggatc 
caggagctgc 

tggagtgagc 

tctgaatccc 
ctgggctaga 
gcgatgtcac 
ttccttctgc 
ctgggcaccc 
aaatcagtcc 
cttctgctac 
caattacgta 
tgcaggttgg 



ccagagctgg 
gaagacacct 
tgtgtgtgtg 
aggtgcgcag 
atgcccatgg 
ccatgtgcac 
tccctcctag 
agggcattgc 
aagaagtcca 
ccatggtgac 
gactctgata 
gtttccttat 
ccgtgtacgg 
ggccagagcc 
gcggggccgt 
gtttcgtctc 
taagttttta 
gcaggccatg 
aactatgcag 



ccaggccact 
gcagcctttg 
tgtgcatatg 
tggcatgtcc 
tactccatgc 
aagtgtgcac 
ggtcttgtgt 
ctgtgactga 
tattgttcct 
ctcgggaatg 
ccttctggct 
ccagacagtg 
tacgcagccc 
gaggcgggcg 
cccgcctgca 
ttggaaacag 
aaaattccct 
gctcatggga 
tgtgctccgg 



gggccctgag 
gtctcctgga 
tgtgtgtgtg 
acgtgtgtgt 
attcacctgc 
agtaaacgtg 
tgcaagttgg 
ggcggagccc 
tatcacctgc 
gcaatttttt 
gtgctacctg 
gggaaggcat 
agagcagacc 
ggggtgagaa 
gagggccact 
ctccccacca 
ttatgcaccc 
cccacccccc 
ccacacatcc 



ccagagacaa 
tgggcctttg 
catatgcatg 
gtgattgcac 
cctgtgcatg 
tttgtggtca 
tccacagcat 
agccctccag 
caacaggaag 
gggcggcccc 
agccaagtcg 
gacacacctg 
ctcaataaac 
catcaatcgt 
cgggggggtt 
accaagattt 
aagagatatt 
gtggcactca 
tgctgggccc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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cctaccctgc cccaattcaa tcctgccaat aaatcctgtc ttatttgttc atcctggaga 1200 

attgaaggga ggtcaagttg tttgtcaatg atttgtcaga gaacctgttg aaatgtgaat 1260 

taagaagcta agaaaatatt tcttagcaac attttctttt tctttttttt ttttttcttt 1320 

tgagacagag tctcactctc gtcgcccagg ctggaatgca gtggtgcgat ctcggctctc 1380 

tgcaacctct gtctcccggg ttcaagcgat ttcctgcgtc agccccagag tagctggaat 1440 

tacaggcaca caccaccacg cctggctaat ttttgtattt ttagtagagc tggggccacc 1500 

ctggcccggc cccgtcttcc tccccaaagg tcagactgca ggctgcaggg ctgtgctgga 1560 

ggagccagct ctagctcacc catgcttttg caacagggtc gggttggaag tcagcacagg 162 0 

tcagtcctgc ggaaggttcc ttcgtgactc atctgtgaag tggggtggtt gggagaggta 1680 

gctgagagaa tgcatgagag tcctcggtgc ctggcaggag gctggaaggt tctagaacac 174 0 

tgatggttat aagagtggga ctgtgagcct gggatcgggg ggtgtgagac ttggatggga 1800 

gcacaagagt ggaaacacag cttctgcacg gagcaggcgc agccctcaac accccgtgca 1860 

cctgcaccct agggactctt gggtccagat gtgctgtggt tttcacacct tcttgggggc 1920 

aacaggttcc aggagccacc tgtgggtgcc acctgagcca caggctccca ggaaagcagc 1980 

acagctctcc tgcacccaga gcttgctggg tggcggaggg gaacacagat ggttggggaa 2 04 0 

ggcctgaggc cagattgggg gactctggac tggggcagat gaggctcctc agaatcccac 210 0 

ctttgaaggg aactcagctt ataaacacag aggagcaaag ttggagggcc gggcgtagtg 2160 

gctcacacct gtgatctcag cactttggga ggccaaggaa ggtggatcac ttgaggccag 222 0 

gagttcgaga ccagcctggg caacatagca aggccccatc tctacaaaaa ttattatttt 22 80 

ttaaaaaaat tagccaggtg tggtggtgct tgcctatagt cccagctact cgggaggcta 2340 

aggtgggagg atcgctggag cccaggaatt tgaggctgca gtgagctgtg attacaccgt 24 00 

tgcactccag cctgggtcac agatcaagac cctgtctctt aaaaataaaa gttggagaca 2460 

agagctggct cacctgaaag gagggattag taggtaggag ggtggatgga ggatggatgg 2 52 0 

atgtgtgggt ggataggaag atggtattaa gttggtgcaa aagtctttga tattactctt 2580 

aatggcttta ataaaaagct tgaaggaaga atgattggtt ggatagacag agataaatgc 2640 

atactggaaa caaagataaa gataaaacac aagttatacc aggccagcaa ctctattttg 2700 

ttcactgcct ttagtcccag cctggcacat agtaggcact caataaagcc tgatttgtag 2760 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 2791 

<210> 26 

<211> 907 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> 3'UTR 
<222> (1) . . . (907) 

<400> 26 . . 

tgagctgcag gtgcgggcag ggcccatgcc tggctcctcc taccagggga cctggagtga 60 

atggagtgac ccggtcatct ttcagaccca gtcagaggag ttaaaggaag gctggaaccc 12 0 

tcacctgctg cttctcctcc tgcttgtcat agtcttcatt cctgccttct ggagcctgaa 180 

gacccatcca ttgtggaggc tatggaagaa gatatgggcc gtccccagcc ctgagcggtt 24 0 

cttcatgccc ctgtacaagg gctgcagcgg agacttcaag aaatgggtgg gtgcaccctt 300 

cactggctcc agcctggagc tgggaccctg gagcccagag gtgccctcca ccctggaggt 360 

gtacagctgc cacccaccca gcagccctgt ggagtgtgac ttcaccagcc ccggggacga 420 

aggacccccc cggagctacc tccgccagtg ggtggtcatt cctccgccac tttcgagccc 480 

tggaccccag gccagctaat gaggctgact ggatgtccag agctggccag gccactgggc 54 0 

cctgagccag agacaaggtc acctgggctg tgatgtgaag acacctgcag cctttggtct 600 

cctggatggg cctttgagcc tgatgtttac agtgtctgtg tgtgtgtgca tatgtgtgtg 660 

tgtgcatatg catgtgtgtg tgtgtgtgtg tcttaggtgc gcagtggcat gtccacgtgt 72 0 

gtgtgattgc acgtgcctgt gggcctggga taatgcccat ggtactccat gcattcacct 780 

gccctgtgca tgtctggact cacggagctc acccatgtgc acaagtgtgc acagtaaacg 84 0 

tgtttgtggt caacagaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 900 

aaaaaaa 907 



<210> 27 
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<211> 3818 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> 3'UTR 

<222> (1) . . . (3818) 



<400> 27 

tgagctgcag gtgcgggcag ggcccatgcc tggctcctcc taccagggga cctggagtga 60 

atggagtgac ccggtcatct ttcagaccca gtcagaggag ttaaaggaag gctggaaccc 120 

tcacctgctg cttctcctcc tgcttgtcat agtcttcatt cctgccttct ggagcctgaa 180 

gacccatcca ttgtggaggc tatggaagaa gatatgggcc gtccccagcc ctgagcggtt 240 

cttcatgccc ctgtacaagg gctgcagcgg agacttcaag aaatgggtgg gtgcaccctt 300 

cactggctcc agcctggagc tgggaccctg gagcccagag gtgccctcca ccctggaggt 360 

gtacagctgc cacccaccac ggagcccggc caagaggctg cagctcacgg agctacaaga 42 0 

accagcagag ctggtggagt ctgacggtgt gcccaagccc agcttctggc cgacagccca 480 

gaactcgggg ggctcagctt acagtgagga gagggatcgg ccatacggcc tggtgtccat 540 

tgacacagtg actgtgctag atgcagaggg gccatgcacc tggccctgca gctgtgagga 600 

tgacggctac ccagccctgg acctggatgc tggcctggag cccagcccag gcctagagga 660 

cccactcttg gatgcaggga ccacagtcct gtcctgtggc tgtgtctcag ctggcagccc 720 

tgggctagga gggcccctgg gaagcctcct ggacagacta aagccacccc ttgcagatgg 780 

ggaggactgg gctgggggac tgccctgggg tggccggtca cctggagggg tctcagagag 84 0 

tgaggcgggc tcacccctgg ccggcctgga tatggacacg tttgacagtg gctttgtggg 900 

ctctgactgc agcagccctg tggagtgtga cttcaccagc cccggggacg aaggaccccc 960 

ccggagctac ctccgccagt gggtggtcat tcctccgcca ctttcgagcc ctggacccca 1020 

ggccagctaa tgaggctgac tggatgtcca gagctggcca ggccactggg ccctgagcca 1080 

gagacaaggt cacctgggct gtgatgtgaa gacacctgca gcctttggtc tcctggatgg 1140 

gcctttgagc ctgatgttta cagtgtctgt gtgtgtgtgt gcatatgtgt gtgtgtgcat 1200 

atgcatgtgt gtgtgtgtgt gtgtcttagg tgcgcagtgg catgtccacg tgtgtgtgtg 1260 

attgcacgtg cctgtgggcc tgggataatg cccatggtac tccatgcatt cacctgccct 1320 

gtgcatgtct ggactcacgg agctcaccca tgtgcacaag tgtgcacagt aaacgtgttt 13 80 

gtggtcaaca gatgacaaca gccgtcctcc ctcctagggt cttgtgttgc aagttggtcc 1440 

acagcatctc cggggctttg tgggatcagg gcattgcctg tgactgaggc ggagcccagc 1500 

cctccagcgt ctgcctccag gagctgcaag aagtccatat tgttccttat cacctgccaa 1560 

caggaagcga aaggggatgg agtgagccca tggtgacctc gggaatggca attttttggg 162 0 

cggcccctgg acgaaggtct gaatcccgac tctgatacct tctggctgtg ctacctgagc 1680 

caagtcgcct cccctctctg ggctagagtt tccttatcca gacagtgggg aaggcatgac 174 0 

acacctgggg gaaattggcg atgtcacccg tgtacggtac gcagcccaga gcagaccctc 1800 

aataaacgtc agcttccttc cttctgcggc cagagccgag gcgggcgggg gtgagaacat 1860 

caatcgtcag cgacagcctg ggcacccgcg gggccgtccc gcctgcagag ggccactcgg 1920 

gggggtttcc aggcttaaaa tcagtccgtt tcgtctcttg gaaacagctc cccaccaacc 1980 

aagatttctt tttctaactt ctgctactaa gtttttaaaa attcccttta tgcacccaag 2040 

agatatttat taaacaccaa ttacgtagca ggccatggct catgggaccc accccccgtg 2100 

gcactcatgg agggggctgc aggttggaac tatgcagtgt gctccggcca cacatcctgc 2160 

tgggccccct accctgcccc aattcaatcc tgccaataaa tcctgtctta tttgttcatc 2220 

ctggagaatt gaagggaggt caagttgttt gtcaatgatt tgtcagagaa cctgttgaaa 2280 

tgtgaattaa gaagctaaga aaatatttct tagcaacatt ttctttttct tttttttttt 2340 

tttcttttga gacagagtct cactctcgtc gcccaggctg gaatgcagtg gtgcgatctc 2400 

ggctctctgc aacctctgtc tcccgggttc aagcgatttc ctgcgtcagc cccagagtag 2460 

ctggaattac aggcacacac caccacgcct ggctaatttt tgtattttta gtagagctgg 2520 

ggccaccctg gcccggcccc gtcttcctcc ccaaaggtca gactgcaggc tgcagggctg 2580 

tgctggagga gccagctcta gctcacccat gcttttgcaa cagggtcggg ttggaagtca 2 64 0 

gcacaggtca gtcctgcgga aggttccttc gtgactcatc tgtgaagtgg ggtggttggg 2700 

agaggtagct gagagaatgc atgagagtcc tcggtgcctg gcaggaggct ggaaggttct 2760 

agaacactga tggttataag agtgggactg tgagcctggg atcggggggt gtgagacttg 2 82 0 

gatgggagca caagagtgga aacacagctt ctgcacggag caggcgcagc cctcaacacc 2880 



• 
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ccgtgcacct gcaccctagg gactcttggg tccagatgtg ctgtggtttt cacaccttct 2940 

tgggggcaac aggttccagg agccacctgt gggtgccacc tgagccacag gctcccagga 3000 

aagcagcaca gctctcctgc acccagagct tgctgggtgg cggaggggaa cacagatggt 3060 

tggggaaggc ctgaggccag attgggggac tctggactgg ggcagatgag gctcctcaga 312 0 

atcccacctt tgaagggaac tcagcttata aacacagagg agcaaagttg gagggccggg 3180 

cgtagtggct cacacctgtg atctcagcac tttgggaggc caaggaaggt ggatcacttg 3240 

aggccaggag ttcgagacca gcctgggcaa catagcaagg ccccatctct acaaaaatta 3300 

ttatttttta aaaaaattag ccaggtgtgg tggtgcttgc ctatagtccc agctactcgg 3360 

gaggctaagg tgggaggatc gctggagccc aggaatttga ggctgcagtg agctgtgatt 3420 

acaccgttgc actccagcct gggtcacaga tcaagaccct gtctcttaaa aataaaagtt 3480 

ggagacaaga gctggctcac ctgaaaggag ggattagtag gtaggagggt ggatggagga 3 54 0 

tggatggatg tgtgggtgga taggaagatg gtattaagtt ggtgcaaaag tctttgatat 3600 

tactcttaat ggctttaata aaaagcttga aggaagaatg attggttgga tagacagaga 3660 

taaatgcata ctggaaacaa agataaagat aaaacacaag ttataccagg ccagcaactc 3 72 0 

tattttgttc actgccttta gtcccagcct ggcacatagt aggcactcaa taaagcctga 3780 

tttgtagcaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 3 818 

<210> 28 

<211> 330 

<212> DNA 

<213> Mus musculus 

<400> 28 

ccggctcccc ctttcaacgt gactgtgacc ttctcaggac agtataatat ctccaggcgc 60 

tcagattacg aagaccctgc cttctacatg ctgaagggca agcttcagta tgagctgcag 12 0 

tacaggaacc ggggagaccc ctgggctgtg agtccgagga gaaagctgat ctcagtggac 180 

tcaagaagtg tctccctcct ccccctggag ttccgcaaag actcgagcta tgagctgcag 240 

gtgcgggcag ggcccatgcc tggctcctcc taccagggga cctggagtga atggagtgac 3 00 

ccggtcatct ttcagaccca gtcagagggt 330 

<210> 29 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 29 

tccaggcgct cagattacga agaccctgcc 3 0 

<210> 30 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 30 

actccaggtc ccctggtagg aggagccagg 3 0 

<210> 31 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetically generated oligonucleotide 

<221> misc_f eature 
<222> 7-9 

<223> n = a, t, c, or g 
<400> 31 

tggagynnnt ggagy 

<210> 32 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated peptide 

<221> VARIANT 
<222> 3 

<223> Xaa = any amino acid 
<400> 32 

Trp Ser Xaa Trp Ser 
1 5 

<210> 33 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 33 

tggagtaatt ggagc 

<210> 34 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 34 

tggagctgat ggagc 

<210> 35 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 35 
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tggagcagct ggagc 

<210> 36 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 36 

tggagctgct ggagc 

<210> 37 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 37 

tggagcacgt ggagt 

<210> 38 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 38 

tggagtgcct ggagc 

<210> 39 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 39 

tggagtagat ggagt 

<210> 40 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 40 

tggagctgat ggagt 
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<210> 41 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 41 

tggagtttct ggagt 

<210> 42 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 42 

tggagtgcct ggagt 

<210> 43 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 43 

tggagctgct ggagc 

<210> 44 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 44 

tggagttact ggagt 

<210> 45 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 45 

tggagcctgt ggagt 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 46 

tggagttgat ggagc 

<210> 47 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 47 

tggagtgtat ggagt 

<210> 48 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 48 

tggagtccat ggagt 

<210> 49 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 49 

tggagcaact ggagc 

<210> 50 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 50 

tggagctgct ggagt 

<210> 51 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetically generated oligonucleotide 
<400> 51 

tggagtagct ggagt 

<210> 52 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 52 

tggagttgct ggagt 

<210> 53 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 53 

tggagtgcat ggagt 

<210> 54 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 54 

ttggagtttc tggagc 

<210> 55 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 55 

tggagcggct ggagc 

<210> 56 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<223> Synthetically generated oligonucleotide 
<400> 56 

tggagcgtct ggagc 

<210> 57 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 57 

tggagtgcat ggagt 

<210> 58 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 58 

tggagttgct ggagt 

<210> 59 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 59 

tggagtgtct ggagt 

<210> 60 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 60 

tggagttgtt ggagt 

<210> 61 
<2ll>. 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
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<400> 61 

tggagcttct ggagc 

<210> 62 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 62 

tggagcaggt ggagc 

<210> 63 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 63 

tggagctaat ggagt 

<210>' 64 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 64 

tggagctctt ggagc 

<210> 65 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 65 

tggagctcct ggagt 

<210> 66 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 66 

tggagtatat ggagc 
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<210> 67 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 67 

tggagtagct ggagc 

<210> 68 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 68 

tggagtcttt ggagt 

<210> 69 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 69 

tggagcagat ggagc 

<210> 70 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 70 

tggagcaact ggagt 

<210> 71 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 71 

tggagtaact ggagt 
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<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 72 

tggagttatt ggagt 

<210> 73 
<211> 15 
<212> DNA 

<213> Artificial Sequence . 
<220> 

<223> Synthetically generated oligonucleotide 
<400> .73 

tggagttgtt ggagt 

<210> 74 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 74 

tggagtacat ggagc 

<210> 75 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 75 

tggagtcagt ggagc 

<210> 76 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 76 

ttggagtatt tggagt 

<210> 77 
<211> 15 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 77 

tggagcagct ggagt 

<210> 78 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 78 

tggagtgttt ggagt 

<210> 79 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 79 

tggagtggct ggagc 

<210> 80 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 80 

tggagctgat ggagc 

<210> 81 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 81 

tggagttttt ggagt 

<210> 82 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetically generated oligonucleotide 
<400> 82 

tggagttgtt ggagt 

<210> 83 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 83 

tggagcgggt ggagc 

<210> 84 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 84 

tggagcattt ggagc 

<210> 85 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 85 

tggagttatt ggagt 

<210> 86 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 86 . 
tggagcatat ggagt 

<210> 87 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
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<400> 87 

tggagcaact ggagt 

<210> 88 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 88 

tggagcggat ggagc 

<210> 89 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 89 

tggagtgagt ggagt 

<210> 90 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 90 

tggagtgggt ggagt 

<210> 91 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 91 

tggagtgcct ggagt 

<210> 92 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 



<400> 92 
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tggagcccct ggagt 

<210> 93 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 93 

tggagtccct ggagc 

<210> 94 
<211> 15 
<212> DNA . 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 94 

tggagcaact ggagc 

<210> 95 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 95 

tggagtgcat ggagt 

<210> 96 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 96 

tggagtgcat ggagt 

<210> 97 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 97 

ttggagttac tggagc 
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<210> 98 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 98 

tggagttgtt ggagt 

<210> 99 
<211> 15 
<212> DNA 

<213>, Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 99 

tggagcggtt ggagc 

<210> 100 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 100 
tggagtaggt ggagc 

<210> 101 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 101 
tggagtttct ggagc 

<210> 102 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 102 
tggagttcat ggagt 

<210> 103 
<211> 15 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 103 
tggagtgtat ggagt 

<210> 104 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 104 
tggagccact ggagt 

<210> 105 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 105 
tggagttaat ggagt 

<210> 106 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 106 
tggagctgct ggagt 

<210> 107 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 107 
tggagtgaat ggagt 

<210> 108. 
<211> 15 
<212> DNA 

<213> Artificial Sequence 



46 



<220> 

<223> Synthetically generated oligonucleotide 

<400> 108 
tggagcactt ggagc 

<210> 109 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 109 
tggagtccct ggagc 

<210> 110 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 110 
tggagctatt ggagc 

<210> 111 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 111 
tggagtcact ggagt 

<210> 112 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 112 
tggagtcctt ggagc 

<210> 113 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<223> Synthetically generated oligonucleotide 

<400> 113 
tggagcactt ggagc 

<210> 114 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 114 

tggagccgtt ggagc 

<210> 115 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 115 . 
tggagccgct ggagc 

<210> 116 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 116 
ttggagtact tggagc 

<210> 117 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 117 
tggagcgtgt ggagc 

<210> 118 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
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<400> 118 
tggagcaaat ggagt 

<210> 119 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 119 
tggagtctct ggagc 

<210> 120 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 120 
tggagcagat ggagc 

<210> 121 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 121 
tggagtgcat ggagt 

<210> 122 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 122 
tggagctgct ggagt 

<210> 123 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 123 
tggagcccct ggagt 



1 



49 



<210> 124 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 124 
tggagtgagt ggagc 

<210> 125 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 125 
tggagcagat ggagc 

<210> 126 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 126 
tggagcacct ggagt 

<210> 127 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 127 
tggagctgat ggagc 

<210> 128 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 128 
tggagccagt ggagc 



<210> 129 




<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 129 
tggagttact ggagt 

<210> 130 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 130 
tggagttgat ggagc 

<210> 131 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 131 
tggagtcaat ggagt 

<210> 132 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 132 
tggagtgcct ggagt 

<210> 133 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 133 
tggagtgtct ggagt 



<210> 134 
<211> 15 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 134 
tggagtaaat ggagt 

<210> 135 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 135 
ttggagtagg tggagt 

<210> 136 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 136 
tggagtgagt ggagt 

<210> 137 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 137 
tggagtgtct ggagt 

<210> 138 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 138 
tggagtgcct ggagt 

<210> 139 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetically generated oligonucleotide 

<400> 139 
tggagcattt ggagc 

<210> 140 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 140 
tggagcctct ggagc 

<210> 141 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 141 
tggagtgggt ggagt 

<210> 142 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 142 
tggagtgagt ggagt 

<210> 143 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 143 ' 
tggagctggt ggagt 

<210> 144 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 




<400> 144 
tggagtgggt ggagt 

<210> 145 
<211> 15 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetically generated oligonucleotide 

<400> 145 
tggagtgcat ggagt 

<210> 146 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 146 
tggagcctct ggagt 



<210> 147 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetically generated oligonucleotide 

<400> 147 
tggagtccct ggagc 

<210> 148 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 148 
tggagcatct ggagc 

<210> 149 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 



<400> 149 
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tggagcagct ggagc 

<210> 150 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 150 
tggagcaact ggagc 

<210> 151 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 151 
tggagctagt ggagc 

<210> 152 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 152 
tggagccctt ggagc 

<210> 153 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 153 
tggagctctt ggagt 

<210> 154 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 154 
tggagccatt ggagt 
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i 

<210> 155 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 155 
tggagcgagt ggagt 

<210> 156 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 156 
ttggagtgag tggagt 

<210> 157 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 157 
tggagtgcat ggagt 

<210> 158 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 158 
tggagttgtt ggagt 

<210> 159 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 159 
tggagtgtct ggagt 

<210> 160 
<211> 15 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 160 
tggagtcttt ggagt 

<210> 161 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 161 
tggagtctct ggagt 

<210> 162 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 162 
tggagcaact ggagt 

<210> 163 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 163 
tggagcatgt ggagt 

<210> 164 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 164 
tggagttcct ggagc 

<210> 165 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetically generated oligonucleotide 



<400> 165 
tggagtggct ggagc 



15 



<210> 166 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 166 

tggagtctat ggagc 15 

<210> 167 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 167 

tggagctgtt ggagc 15 

<210> 168 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 168 

tggagctcat ggagc 15 

<210> 169 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 169 

tggagtaaat ggagc 15 

<210> 170 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Synthetically generated oligonucleotide 





<400> 170 
tggagttcgt ggagc 



15 



<210> 171 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 171 

tggagcttct ggagc 15 

<210> 172 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 172 

tggagtttct ggagt 15 

<210> 173 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 173 

tggagttgct ggagt 15 

<210> 174 

<211> 16 

<212> DNA. 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 



<400> 174 
ttggagtcac tggagt 



16 



<210> 175 
<211> 15 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Synthetically generated oligonucleotide 
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<400> 175 

tggagctggt ggagt 

<210> 176 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 176 
tggagcaagt ggagt 

<210> 177 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 177 
tggagctgct ggagt 

<210> 178 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 178 
tggagtcagt ggagc 

<210> 179 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 179 
tggagctaat ggagc 

<210> 180 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 180 
tggagtttct ggagt 



<210> 181 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 181 
tggagcagtt ggagc 

<210> 182 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 182 
tggagtttgt ggagt 

<210> 183 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 183 
tggagcaact ggagt 

<210> 184 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> . Synthetically generated oligonucleotide 

<400> 184 
tggagtccct ggagc 

<210> 185 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 185 
tggagcagat ggagc 



<210> 186 



61 



<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 186 
tggagctctt ggagc 

<210> 187 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 187 
tggagccttt ggagc 

<210> 188 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 188 

Pro Ala Pro Pro Phe 
1 5 

<210> 189 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 189 

lie Trp Ala Val Pro Ser Pro 
1 5 

<210> 190 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 190 

Pro Ser Thr Leu Glu Val Tyr Ser Cys His 
15 10 

<210> 191 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 191 

Pro Ala Glu Leu Val Glu Ser Asp Gly 
1 5 
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<210> 192 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 192 

Ser Leu Leu. Pro Leu Glu Phe Arg 

1 ^ .5 

Val Arg Ala Gly Pro Met Pro Gly 
20 

Glu Trp Ser Asp Pro Val lie Phe 

35 40 
Glu Ala Gly Met Asp Thr Pro Leu 
50 55 



Lys Asp Ser Ser Tyr Glu Leu Gin 

10 15 
Ser Ser Tyr Gin Gly Thr Trp Ser 
25 30 
Gin Thr Gin Ser Glu Gly Arg Cys 
45 

Leu 



<210> 193 
<211> 40 
<212> PRT 

<213> Homo sapiens 



<400> 193 

Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 

1 5 10 .15 

Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 

20 25 30 

Thr Arg Val Glu Thr Ala Thr Glu 
35 40 

<210> 194 
<211> 40 
<212> PRT 

<213> Homo sapiens 



<400> 194 

Ser Leu Leu Val Asp Ser lie Leu Pro Gly Ser Ser Tyr Glu Val Gin 

15 10 15 

Val Arg Gly Lys Arg Leu Asp Gly Pro Gly lie Trp Ser Asp Trp Ser 

20 25 30 

Thr Pro Arg Val Phe Thr Thr Gin 
35 40 

<210> 195 
<211> 32 
<212> PRT 

<213> Homo sapiens 



<400> 195 

Asp Thr Gin Tyr Glu Phe Gin Val 

1 5 
Phe Thr Thr Trp Ser Pro Trp Ser 
20 



Arg Val Lys Pro Leu Gin Gly Glu 

10 15 
Gin Pro Leu Ala Phe Arg Thr Lys 
25 30 



<210> 196 

<211> 55 

<212> PRT 

<213> Homo sapiens 
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<400> 196 

Thr Leu Leu Gin Arg Lys Leu Gin Pro Ala Ala Met Tyr Glu lie Lys 

15 10 15 

Val Arg Ser lie Pro Asp His Tyr Phe Lys Gly Phe Trp Ser Glu Trp 

20 25 30 

Ser Pro Ser Tyr Tyr Phe Arg Thr Pro Glu lie Asn Asn Ser Ser Gly 

35 40 45 

Glu Met Asp Pro lie Leu Leu 
50 55 

<210> 197 
<211> 43 
<212> PRT 

<213> Homo sapiens 
<400> 197 

Thr Leu Gly Pro Glu His Leu Met Pro Ser Ser Thr Tyr Val Ala Arg 

15 10 15 

Val Arg Thr Arg Leu Ala Pro Gly Ser Arg Leu Ser Gly Arg Pro Ser 

20 25 30 

Lys Trp Ser Pro Glu Val Cys Trp Asp Ser Gin 
35 40 



<210> 198 

<211> 20 

<212> PRT 

<213> Homo sapiens 



<400> 198 

Thr Gly Tyr Asn Gly lie Trp Ser Glu Trp Ser Glu Ala Arg Ser Trp 

1 5 10 15 

Asp Thr Glu Ser 
20 



<210> 199 

<211> 43 

<212> PRT 

<213> Mus musculus 



<400> 199 

Asn Leu Glu Pro Lys Leu Phe Leu Pro Asn Ser lie Tyr Ala Ala Arg 

15 10 15 

Val Arg Thr Arg Leu Ser Ala Gly Ser Ser Leu Ser Gly Arg Pro Ser 

20 25 30 

Arg Trp Ser Pro Glu Val His Trp Asp Ser Gin 
35 40 

<210> 200 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 200 

Gin Leu Glu Pro Asp Thr Ser Tyr Cys Ala Arg Val Arg Val Lys Pro 

15 10 15 

lie Ser Asp Tyr Asp Gly lie Trp Ser Glu Trp Ser Asn Glu Tyr Thr 
20 25 30 
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Trp Thr Thr 
35 

<210> 201 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 201 

Ser Lys Tyr Asp Val Gin Val Arg Ala Ala Val Ser Ser Met Cys Arg 

1 5 10 15 

Glu Ala Gly Leu Trp Ser Glu Trp Ser Gin Pro lie 
20 25 

<210> 202 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 202 

Tyr Thr Gly Gin Trp Ser Glu Trp Ser Gin Pro Val Cys Phe Gin 
15 10 15 

<210> 203 

<211> 37 

<212> PRT 

<213> Homo sapiens 

<400> 203 

Arg Gly Arg Thr Arg Tyr Thr Phe Ala Val Arg Ala Arg Met Ala Glu 

1 5 10 15 

Pro Ser Phe Gly Gly Phe Trp Ser Ala Trp Ser Glu Pro Val Ser Leu 

20 25 30 

Leu Thr Pro Ser Asp 
35 

<210> 204 

<211> 36 

<212> PRT 

<213> Homo sapiens 

<400> 204 

Ser Leu Pro Ser Val Asp Gly Gin Lys Arg Tyr Thr Phe Arg Val Arg 

15 10 15 

Ser Arg Phe Asn Pro Leu Cys Gly Ser Ala Gin His Trp Ser Glu Trp 

20 25 30 

Ser His Pro lie 
35 

<210> 205 
<211> 33 
<212> PRT 

<213> Homo sapiens 



<400> 205 

Leu Cys Pro Leu Glu Met Asn Val Ala Gin Glu Phe Gin Leu Arg Arg 
15 10 15 



• 
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Arg Gin Leu Gly Ser Gin Gly Ser Ser Trp Ser Lys Trp Ser Ser Pro 
20 25 30 

Val 



<210> 206 

<211> 38 

<212> PRT 

<213> Homo sapiens 



<400> 206 

Leu Asp Leu Lys Pro Phe Thr Glu 

1 5 
Leu His Leu Tyr Lys Gly Ser Trp 
20 

Ala Gin Thr Pro Glu Glu 
35 

<210> 207 

<211> 41 

<212> PRT 

<213> Homo sapiens 



Tyr Glu Phe Gin lie Ser Ser Lys 

10 15 
Ser Asp Trp Ser Glu Ser Leu Arg 
25 30 



<400> 207 

His Gin Val Lys Pro Ala Pro Pro Phe Asn Val Thr Val Thr Phe Ser 

15 10 15 

Gly Gin Tyr Asn lie Ser Trp Arg Ser Asp Tyr Glu Asp Pro Ala Phe 

20 25 30 

Tyr Met Leu Lys Gly Lys Leu Gin Tyr 
35 40 



<210> 208 
<211> 44 
<212> PRT 

<213> Homo sapiens 
<400> 208 

Leu Gin Pro Asp Pro Pro Ala Asn lie Thr Val Thr Ala Val Ala Arg 

15 10 15 

Asn Pro Arg Trp Leu Ser Val Thr Trp Gin Asp Pro His Ser Trp Asn 

20 25 30 

Ser Ser Phe Tyr Arg Leu Arg Phe Glu Leu Arg Tyr 
35 40 



<210> 209 

<211> 44 

<212> PRT ' 

<213> Homo sapiens 

<400> 209 

Tyr Lys Val Lys Pro Asn Pro Pro His Asn Leu Ser Val lie Asn Ser 

15 10 15 

Glu Glu Leu Ser Ser lie Leu Lys Leu Thr Trp Thr Asn Pro Ser lie 

20 25 30 

Lys Ser Val lie lie Leu Lys Tyr Asn lie Gin Tyr 
35 40 



# 

<210> 210 
<211> 30 
<212> PRT 

<213> Rattus norvegicus 
<400> 210 

Val Lys Pro Asp Pro Pro Leu Gly Leu Arg Met Glu Val Thr Asp Asp 

15 10 15 

Gly Asn Leu Lys lie Ser Trp Asp Ser Gin Thr Lys Ala Pro 
20 25 30 

<210> 211 
<211> 20 
<212> PRT 
<213> Homo sapiens 

<400> 211 

Val Pro Ser Pro Glu Arg Phe Phe Met Pro Leu Tyr Lys Gly Cys Ser 

15 10 15 

Gly Asp Phe Lys 
20 

<210> 212 
<211> 20 
<212> PRT 

<213> Mus musculus 
<400> 212 

lie Pro Ser Pro Glu Ala Phe Phe His Pro Leu Tyr Ser Val Tyr His 

1 5 10 15 

Gly Asp Phe Gin 
20 

<210> 213 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 213 

Val Pro Ser Pro Ala Met Phe Phe Gin Pro Leu Tyr Ser Val His Asn 

1 5 10 15 

Gly Asn Phe Gin 
20 




